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SEQUENCE LISTING 
<UO> SmithKline Beecham Corporation 
<120> ErbB4 Co-crystal 

<130> PU4804WO 

<150> 60/441,443 
<151> 2003-01-21 

<160> 2 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 364 
<212> PRT 
<213> homo sapien 



<400> 1 

Met Lys Lys Gly His His His His His His Gly Leu Glu Thr Glu Leu 
val Glu Pro Leu Thr Pro Ser Gly Thr Ala Pro Asn Gin Ala Gin Leu 



2q ~ ■ J rtsn vain Ale 

Arg n e Leu Lys Glu Thr Glu Leu Lys Arg val Lys Val Leu Gly ser 

; Gly lie Trp 

Thr val Lys He Pro val Xla He Lys lie Leu Ssn Glu Thr Thr Gly 

Pro Lys Ala Asn val Glu Phe Met Asp Glu Ila Leu He Met Ala ler 



Gly Ala Phe Gly Thr val Tyr lys Gly lie Trp Val Pro Glu Gly Glu 



85 90 qc 

Met Asp His Pro His Leu val Arg Leu Leu Gly val cys Leu ser Pro 
. u . . - _ 105 HO 

Pro His Gly cys Leu 

Tyr val His Glu His Lys Asp ^sn He Gly ser Gin HI Leu Leu Asn 

135 140 



xuu 105 lin 

Thr lie Gin Leu Val Thr Gin Leu Met Pro His Gly cys Ceu Leu Glu 
™* . „ . 120 



Trp cys val Gin lie Ala Lys Gly Met Met Tyr Leu Glu Glu Arg Arg 
Leu val His Arg Asp Leu Ala Ala Arg Asn Hi Leu Val Lys Ser I™ 



165 170 175 

Glu 

Lys 
Ser 
Gly 
Leu 

Lys Gly Glu Arg tlu Pro Gin Pro Pro lie Cys Thr lie Asp vll Tyr 



Asn His val Lys He Thr Asp Phe Gly Leu Ala Arg Leu Leu Glu Gly 

Glu Tyr Asn Ala Asp Gly 
200 

Glu cys lie His Tyr Arq 
215 

Tyr Gly val Thr He Trp 
230 

Lys Pro Tyr Asp Gly He Pro Thr Arg Glu SI Pro Asp Leu Leu GlS 



Asp Glu Lys Glu Tyr Asn Ala Asp Gly Gly Lys Met Pro lie Lys Trp 

Met Ala Leu Glu cys He His Tyr Arg Lys Phe Thr His 

215 ' 
val Trp ser Tyr Gly val Thr He Trp Glu Leu Met Thr Phe Gly Gly 
" 5 - 230 235 240 



i»3 200 205 

Met Ala Leu Glu cys lie His Tyr Arg Lys Phe Thr His Gin Ser Asp 



260 265 ' 27n 

Met val Met Val Lys cys Trp Met He Asp Ala Asp ser irg Pro Lys 

Phe Lys Glu Leu Ala Ala Glu Phe Ser Arg Met Ala Jrg Asp Pro Gin 

Arg Tyr Leu val He Gin Gly Asp Asp Arg Met Lys Leu Pro ser Pro 
r 31 0 315 

Asn Asp ser Lys Phe Phe Gin Asn Leu Leu Asp Glu Glu Asp Leu Glu 

3" 330 
Asp Met Met Asp Ala Glu Glu Tyr Leu Val Pro Gin Ala Phe tsn He 
d40 345 350 
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Pro Pro Pro He Tyr Thr ser Arg Ala Arg lie Asp 
355 360 

<210> 2 
<211> 966 
<212> DNA 
<213> homo sapien 

<400> 2 

tl^t aa t g 9 tcatc atca tcatcatcat ggtttggaaa cagagttggt ggaaccatta 60 

™™n?£2 ?cacagcacc caatcaagct caacttcgta ttttgaaaga alctgagctg 120 

aagagggtaa aagtccttgg ctcaggtgct tttggaacgg tttataaagg tatttgggta 180 

SSSSSS »f gctlttaaga ttcttaatga gacaa^gg? 240 

cacrtlatcr ^? ^ ^^ s S a ^ 9 ^ a Qctctgatca tggcaagtat ggatcatcca 300 

*%£}%&Z C 99ttgctggg tgtgtgtctg agcccaacca tccagctggt tactcaactt 360 

r3£5nr2l iSSSSiS^ 99agtatgtc cacgagcaca aggataacat tggatcacaa 420 

ctfS?SS nnnf?^?^5 ccagatagct aagggaatga tgtacctgga agaaagacga 480 

SSaSSS? SfSESiSS a 9 ccc 9 taat Qtcttagtga aatctccaaa ccatgtgaaa 540 

n^nnfitno HSSSSH 90 ca 9 actc ttg gaaggagatg aaaaagagta caatgctgat 600 

ri??in a n?« 22™H aa a !99 a tggct ctggagtgta tacattacag gaaattcacc 660 

lllrr^m fSSSJSS 80 ctat 99 a 9" actatatggg aactgatgac ctttggagga 720 

^2 9aa i t £ c aac 9 c 9 a 9 aa atccctgatt tattagagaa aggagaacgt 780 

ctcccatctg cactattgac gtttacatgg tcatggtcaa atgttggatg 840 

aca 9 ta 9 acc taaatttaag gaactggctg ctgagttttc aaggatggct 900 

ff a ? a S cctc aaa 9 a tacct agttattcag ggtgatgatc gtitgaagct tcccagtcca 960 
aattga ~ g66 



